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Table 1

Online resources related to Schistosoma ESTs available

Resource

Website

Reference

ORESTES and annotation
TIGR gene index

ESTs and KEGG pathways

EST of S. mansoni, S. japonicum and
S. haematabium

S. mansoni SNPs

Schistosome Related Reagent Repository—SR3
Genome sequence of S. mansoni
Genome database for S. mansoni
Genome sequence of S. japonicum
CDD database

Pfam database

PIR and UNIPROT

Swiss-Prot

TaterPro

KEGG

http://verjo18. iq. usp. br/schisto/
http://compbio. dfci. harvard. edu/tgi/cgibin/tgi/
gimain. pl? gudb=S_maasoni

http://rgmg. cpqrr. flocruzbr/

www. sanger. ac uk/Projecis/S_mansoni

http://bioinfo. cpqr. fiocruz. br/snp/

www. atbr-bri. com/SR3/

www. genedb. org/genedb/smansoni/

www. shistodb. net

http: //lifecenter. sgst. cn/sj. do#

http://130. 14. 29. 110/Strueture/cdd/cdd. shtml
www. sanger ae. uk/Software/Pfam/

http: //pir. georgetown. edu/

www. expasy. org/sprot/

www. ebi. ac. uk/interpro/

www. genome. jp/kegg/

Verjovski-Almeida ez al (2003)
Merrick et al (2003)

Oliveira et al unpublished
Wellcome Trust Sanger Institute
Unpublished

Simoes et al (2007)

Unpublished

Unpublished

Unpublished, under construction
Unpublished

Marchler-Bauer et al (2007)
Finn et al (2006)

Wu et al (2003 ,2006a)

Wu et al (2006a)

Mulder et al (2002)

Kanehisa er al (2004)
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Table 2 Proteomics search tools

For peptide mass fingerprints
Peptldent: http://www. expasy. ch/tools/peptident. html
ProFound: http://prowl. rockefeller. edu/cgi-bin/ProFound
MASCOT: http://www. matrixscience. com/
MS-Fit; http://prospector. ucsf. edu/ucsthtml3. 4/msfit, htm

For peptide sequence tags
BLAST: http://www. ncbi. nlm. nih. gov/blast/
Proteinlnfo; http://prowll. rockefeller. edu/prowl/ proteininfo, html

Parasite Protein Motif Search:
http: //www. ebi. ac. uk/cgi-bin/parasites/motif_search. p

Parasite EST databases
http://www. cbil. upenn. edu/paradbs/
http://www. ebi. ac. uk/parasites/paratable, html
http: //genome. wustl. edu/est/toxo_esthmpg. html
http: //www. ncbi. nlm. nih. gov/dbEST/dbEST _summary. html
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