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Drug resistance and disinfectant-resistant genes of Staphylococcus aureus

from neonates at a neonatal ward

LEI Xin-yun, JIN Zheng-jiang (Hubei Maternal and Child Health Hospital , Wuhan 430070,
China)

[Abstract] Objective To realize drug resistance pattern and disinfectant-resistant genes (qacA/B) of Staphylococcus
aureus (S. aureus) from neonates at a neonatal ward. Methods S. aureus from neonates between January and December
2013 were identified and performed antimicrobial susceptibility testing by VITEK 2 Compact system, gacA/B gene was
detected by polymerase chain reaction (PCR). Results 225 S. aureus strains were isolated, which were mainly from
respiratory tract (72.44%) and umbilical secretion (14. 33%); isolation rate of methicillin-resistant S. aureus (MRSA)
was 8.89% (n = 20); antimicrobial resistant rate of MRSA was generally higher than methicillin-sensitive S. aureus
(MSSA) ;levofloxacin, moxifloxacin, tigecycline, vancomycin, linezolid, and nitrofurantoin were all had high antimicrobial
activity against all S. aureus, susceptibility rates were all 100%. 21( 9.33%) S. aureus carried gacA/B, 3(15.00%) of
which were MRSA, and 18(8. 78 %) were MSSA. Conclusion Drug resistance of MRSA isolated from neonates in neonatal
ward is serious, MRSA strains carry gacA/B, which should be paid more attention.
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1.2 W@ ST RAHRE  EEE XA E R
K 1B A= Py #fg BL3% 8 W) VITEK 2 Compact 42 H
HEERGE. AARMAREERE® GP R M
GP67 K, R SA ATCC 29213, §ii K h &
Jil— .

1.3 qacA/B R BEal R RGN (PCR)
T iR B R B gqacA/B AT R R S
Y 5-GCAGAAAGTGCAGAGTTCG-3” F1 57-
CCAGTCCAATCATGCCTG -3, =¥ K- #1361 bp,
PCR K R S H B N .25 uL PCR P 1A & £ 45
10X PCR & P 2.5 pLL,DNTP 2.0 pL (2.5 mmol/L),
Fl¥ % 2.5 pL (10opmol/L). W % & 1 K
12.7 pL.DNA it 2.5 x1.,0. 3 L TagDNA B4
i, 96°C #i28 #E 3 min, 2R 5 94 C20 5,53 C20 s,
72°C20 s, A 25 NJEW &5 72°C 5 min®

2.1 ARARIR 225 Bk SA BR AR IR LA I I Sy
W R E L 72,44 %520 Fk MRSA B0 385 43 0%
Yl 65.00% ., WFE1,

R 1225 Bk SA FRAOR A

Table 1  Specimen distribution of 225 S. aureus isolates

ART P
T Y
I 1 38 43 6 ) 163 72. 44 13 65. 00
J55 #B 43 b ) 39 17.33 5 25.00
HR 430 ) 13 5.78 1 5. 00
Jife v 5 2,22 1 5.00
E20 4 1.78 0 0. 00
TR 1 0. 45 0 0. 00
At 225 100. 00 20 100. 00

2.2 AKX 225 Bk SA Hr, MRSA 20 # (/5
8.89%0) , H 4 78 AR Jk 42 B €0 1) 25 2R 1 (methicil-
lin-sensitive Staphylococcus aureus, MSSA)205 ff
(91 11%), TR 2,

F 2 225 Bk SA XFE FHYUTH 259 T 25 3 (o)
Table 2 Resistant rates of 225 S. aureus isolates to com-

monly used antimicrobial agents( %)

HLEZ Y MRSA (12 = 20) MSSA (2 = 205)
HER 100. 00 96. 10
S I T K 100. 00 0. 00
KRR 10. 00 3.90
-+ 0. 00 0.00
] 2 Wk 0. 00 0. 00
LEZS- 75. 00 2. 44
5K 85. 00 44. 88
=Y 0. 00 0.00
vo kAR R 85. 00 41. 46
LI R 0. 00 0.00
WA 20. 00 1.46
BV A 0. 00 0.00
W g 2 A 0. 00 0. 00
52 7 B e FEY G e 75. 00 2. 44
il 4 - 10. 00 0. 00

2.3 qacA/B A B Am 225 Bk SA | 21 fREE
qacA/B HP L PHYER K9.33% ., Hd MRSA 3 k.,
FEPE % K 15, 00% (3/20) ; MSSA 18 ¥k, [H 1% K
8.78%6(18/205) W H LK EFH G ¥ E Ly
=148.84,P<C0.01), PCR HL KK WK 1.

(bp) M N N P N N N P

M:DNA Marker; P: FH¥EFRAS ; N B 1 bR A%
B 1 qacA/B HPRKG I A ik &

Figure 1  Electrophoresis map of PCR product of gacA/B
gene
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