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[ Abstract] Objective To type Streptococcus pneumoniae(S. pneumoniae) isolated from children, and provide sci-
entific basis for the correct selection of S. pneumoniae vaccine. Methods 182 strains of S. pneumoniae were collect-
ed from Children’s Hospital of Hebei Province in 2014, species of strains were identified by polymerase chain reac-
tion (PCR), types of strains were analyzed with multiplex PCR. Results PCR detection showed that ¢ psA gene am-
plification of 182 strains were all positive; multiplex PCR detection revealed that except 8 strains were not typed,
the main types of the remaining 174 strains were 19 F (n =68, 37.36%), 19A(n =33, 18.13%), and 6A/6B (n=
26,14.28%), the other types were 35B, 14, 6C/6D, 23F, 15B/15C, and so on. Conclusion The main types of 182
strains of S. pneumoniae are 19 F, 19A, and 6A/6B, which provide scientific basis for the correct selection of S.
pneumoniae vaccine for this province.
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Table 1 Grouping of multiplex PCR primers

SreH I35 7

1 6(6A/6B/6C/6D),3,19A,22F/22A,16F
2 8,33F/33A/37,15A/15F,7F/7A,23A
3 19F,12F/12A/44/46,11A/11D,38/25F,35B
4 24(24A/24B/24F) .7C/7B/40,4.18(18A/18B/18C/18F) .9V/9A
5 14,1,23F,15B/15C,10A

6 39,10F/10C/33C,5,35F/47F ,17F

7 23B,35A/35C/42,34,9N/9L,31

8 21,2,20,13

9*  6C/6D
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Figure 1 Electrophoresis map of multiplex PCR products of

group 3 S. pneumoniae
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Figure 2 Electrophoresis map of multiplex PCR products of

group 1 S. pneumoniae
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Table 2 Typing and constituent ratios of S. pneumoniae

gt T REL B EE (20)
19F 68 37.36
19A 33 18.13
6A/6B 26 14,28
35B 9 4.94
14 7 3.85
6C/6D 6 3.30
23F 6 3.30
15B/15C 5 2.75
1 4 2.20
24(24A/24B/24F) 2 1.10
3 2 1.10
7C/7B/40 2 1.10
5 1 0.55
12F/12A/44/46 1 0.55
35A/35C/42 1 0.55
15A/15F 1 0.55
* 5 Al 8 4.39
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