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[ Abstract] Objective To study the serotype distribution, antimicrobial resistance, and characteristics of extended-
spectrum B-lactamases (ESBLs) resistance genes of clinically isolated Salmonella in Beijing from 2012 to 2015.
Methods Antimicrobial resistance of 677 Salmonella strains isolated from gastrointestinal clinic in Beijing to 16
kinds of antimicrobial agents was detected by minimal inhibitory concentration method, resistance genes in 244 p-lac-
tamase resistance strains were detected by polymerase chain reaction (PCR). Results 677 Salmonella strains were
divided into 68 serotypes, the top three were Salmonella enteritis, Salmonella typhimurium , and Salmonella sen -
Jtenberg , antimicrobial resistance of Salmonella to ampicillin and amoxicillin-clavulanic acid were 42.54% and
40.77% respectively, 57.16% of strains were resistant to at least 3 kinds of antimicrobial agents. Of 244 strains of
ampicillin- and amoxicillin/clavulanic acid-resistant Salmonella, 174 (71.31%) carried at least one kind of ESBLs
gene, 146 were for type blarpv, s 30 for blapgxa,, and 18 for blacrxu (7 were for blacrxmiss 6 blacrxwmsss D
blacrx s ) s 20 strains harbored two kinds of drug resistance genes at the same time. Conclusion Salmonella in this
area has a high carrying rate of ESBLs resistance genes, mainly blargy, » accompanied by blapxa, and 3 kinds of

blacrx-m subtypes, showing a genetic diversity.
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Table 1 Primers and sequences of PCR for ESBLs drug resistance genes
fiif 24 % 5 S1FHI(7 -3 1B AR BECCH TR/ (bp) ik
blacrx-m F.: TCTTCCAGAATAAGGAATCCC 50 909 4
R:CCGTTTCCGCTATTACAAAC
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R: TTAGCGTTGCCAGTGCTCG
blapsg-1 F.:AATGGCAATCAGCGCTTCCC 55 598 4
R:GGGGCTTGATGCTCACTACA
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R: TCTTGGCTTTTATGCTTG
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Table 2 Serotype distribution of 677 Salmonella strains
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Table 3 Resistance of 677 Salmonella strains to 16 kinds of antimicrobial agents
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Table 4 Multidrug resistance of Salmonella strains

it Bt TR 24 1 1 245 ik 5 fiif 25 % (%6
3 Ff 387 57.16
4 Ff 330 48. 74
5 F 271 40. 03
6 Ff 169 24,96
7 Ft 118 17.43
8 Fi 82 12. 11
9 Fft 61 9.01
10 Fifp 48 7.09
11 Fi 29 4.28
12 Fip 12 1.77
13 Fp 7 1.03
14 fh 1 0.14

2.3 B-ABLKEEMGEAREN 677 HRIAEM %
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Figure 1 Capillary electrophoresis result of drug resistance

genes
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Figure 2 Sequence map of fragments of blaoxa » blarem s and blacrxm genes
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Table 5 Detection results of ESBLs drug resistance genes of

244 Salmonella strains
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