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Clinical features and homology of Acinetobacter pittii and Acinetobacter

nosocomialis infection
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jun, WANG Xiao-shen, YANG Bao-rui, HOU Xia ,GU Jin-yi (Department of Clinical Labo-
ratory, The Fourth Af filiated Hospital of Kunming Medical University, The Second People’s
Hospital of Yunnan Province , Kunming 650021, China)

[Abstract] Objective To understand clinical features and homology of Acinetobacter pittii (A. pittii) and Acine-
tobacter nosocomialis (A. nosocomialis) infection in a hospital. Methods A total of 335 non-duplicate clinical iso-
lates of Acinetobacter calcoaceticus-Acinetobacter baumannii complex (ACB) were collected from a hospital between
January 2016 and December 2016, species were identified by 16S-23S rRNA gene spacer sequence analysis, clinical
data and laboratory detection results of A. pittii, A. nosocomialis and A. baumannii were compared, OXA-51 gene
of three kinds of bacteria was detected by polymerase chain reaction (PCR), homology between A. pittii and
A. nosocomialis was analyzed by randomly amplified polymorphic DNA (RAPD). Results Among 335 ACB
strains, 18, 23, 284, and 10 were A. pittii, A. nosocomialis, A. baumannii, and other Acinetobacter respective-

ly. There were significant differences in admission rate of intensive care unit(ICU) ., invasive operation. pulmonary
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infection rate, and mortality during hospitalization period between patients with infection of A. baumannii and A.

nosocomialis (all P<C0.05). Resistance rates of A. pirtii and A. nosocomialis to most antimicrobial agents were

lower than those of A. baumannii. No positive amplification of OXA-51 gene was found in A. pittii and A. nosoco-

mialis, PCR detection was positive in OXA-51 gene of 284 strains of A. baumannii. A. pirtii and A. nosocomialis

were divided into four different clones by RAPD detection., homology analysis showed that clone A and clone F were

epidemic strains of A. pittii and A. nosocomialis respectively. Conclusion A. pirtii and A. nosocomialis should be

considered as different clinical strains from A. baumannii, amplification of OXA-51 gene can be used as a simple and

rapid molecular biological technique for rapid identification of A. pittii and A. nosocomialis. Surveillance of A. pit-

tii and A. nosocomialis should be strengthened.

[Key words]  Acinetobacter pittii; Acinetobacter nosocomialis; Acinetobacter baumannii ; identification; clinical

feature; gene; homology
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Table 2 Resistance of 325 strains of ACB to 11 kinds of antimicrobial agents
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Figure 2 RAPD and dendrogram of cluster analysis of A. pittii and A. nosocomialis
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