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Contamination status of faucets and their surroundings in intensive care unit
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[Abstract] Objective To detect status and scope of faucet contamination in intensive care unit(ICU), so as to pro-
vide basis for rational layout around the faucets and reducing water-borne infection. Methods Cotton-swab sampling
method was used to take specimens from two faucet outlets and their surroundings in ICU of a tertiary general hos-
pital, taking the outlet as the center, each specimen was taken every 20 — 30 cm, specimens were detected by ATP
technique, conventional microbial detection and next-generation sequencing technique(NGS), contamination status
and splash range around faucets and their surroundings were analyzed. Results In the case of conventional cleaning,
faucets and their surrounding area within 70 cm was highly contaminated. The qualified rates of ATP detection and
conventional microbial detection were 60. 0% and 73.3% respectively. ATP detection results of two faucet outlets
were 2 526 RLU/piece and 687 RLU/piece respectively, microbial detection showed that the number of colonies
were both™10° CFU/cm?. In the area 70 cm away from the outlets, the number of bacterial colonies still exceeded
the standard. The NGS detection showed that Moraxella osloensis with high coverage was found from the faucet
outlets to their surroundings, which was consistent with the distribution of bacteria at the outlets. Conclusion Fau-
cet is an important source of contamination in the ward, cleaning of faucet and its surroundings should be paid atten-

tion, clean articles and articles related to patients should not be placed within 1 meter.
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Figure 1 Diagram of sampling points of faucet A in front of

ward

faucet; splash; splash range; intensive care unit; healthcare-associated infection; next-generation

57

S6

S11 S10 S9 S5

/ le— b}
‘514

o
w2
—
S}

\w
X
w

70 em

S5 /K g3k K H 5 S6: 7K i Sk R B 5 BEBE L BE I OK B30 em;
S7 7K i Sk A b 7 B BE L B K T 50 em; S8 AR _E 7 BE I L B K
M50 em;S9: K Jg 3k ZEM 20 em &b ;S10: K Je 3k ZE M 40 em &b S11,
K KA 70 em Ak 5S12: K JE 3k 78 F 75 40 em 4k s S13 KA 76T £y
%% 5 S14 KM 1 G 454 K D
B2 TjEKkk BREE SR R
Figure 2 Diagram of sampling points of faucet B in dispen-

sing room
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Figure 3 Microbial growth on blood agar plates smeared by swabs of partial sampling points
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Table 2 NGS detection results of sampling points of faucets
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