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Drug resistance genes and clinical characteristics of imipenem-resistant

Acinetobacter baumannii in a hospital
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[Abstract] Objective To analyze carrying status of drug-resistant genes of clinically isolated imipenem-resistant
Acinetobacter baumannii (IRAB) in a hospital, provide laboratory basis for prevention and control as well as gui-
dance for clinical treatment of HAI Methods Polymerase chain reaction (PCR) was used to detect carrying status
of carbapenem-resistant genes (blalIMP, blaKPC, blaNDM-1, blaOXA-23, blaOXA-50, blaOXA-51, and
blaOXA-58) , aminoglycoside-resistant genes (ant[3"]- 1 , aac[6']-I, armA) and disinfectant-resistant gene gacE/\1
of 26 clinically isolated IRAB strains in this hospital. Results 26 strains of IRAB all carried carbapenem-resistant
genes OXA-23 and OXA-51,detection rate was 100% ,other carbapenem-resistant genes were not found. The detec-
ted rates of aminoglycoside-resistant genes ant(3")- ] , aac(6')- | and armA were all 96. 15%, the carrying rate of
disinfectant-resistant gene gacEA1 was 65.38%. 92.31% of clinically isolated IRAB strains were from sputum of
patients. Conclusion The majority of clinically isolated IRAB strains in this hospital carry the same carbapenem-
resistant gene and aminoglycoside-resistant gene, it is necessary to strengthen the prevention and control measures
of HAL

[Key words | Acinetobacter baumannii ; imipenem-resistant Acinetobacter baumannii ; carbapenem-resistant gene;

aminoglycoside-resistant gene; disinfectant-resistant gene

[k H®IT 2019-12-14

[R4mE] ILRA BB 4 (ZR2016HL44)

[EHRND A N963 =) L WUE) URE LW BTN, F 2N HANH 2500855 5 F AT F 05T
[EEEE] BABFE E-mail : dezhshp@ 126. com



o Y ) 2 A 2020 42 11 A58 19 %5 11 ] Chin J Infect Control Vol 19 No 11 Nov 2020 e 997 -

i [E CHINET 4 B i 24 W I 25 2R 7R, 2012—
2016 AEHE K B 2= FIVERF T 80 AN S AT 40
R AL AL 0 i B e AN 26 B R A T 2 R
BT, W25 >56. 0% B REFEC
IR T BB B R W i R IR R Z — . WSS
SRR T B M AR RO e RIB YT A 2 BV A R
R A TR 24 ) T O B B 2 O S A T (i
penem-resistant Acinetobacter baumannii , IRAB)
14 HE 48 i PR YR 7 A ok TR R PR R . Ll AR AR T N i
N R T [ 200 R 0 24 M D0 235 2R WS o I AR ORI R 20 18
] % AN Sy A SR % T 0 L 0 A R T
o P (ACU) o B& g %o e Al o T A 57 BRIV 5 B B
TR 42 <] SR W o o I (e SRR % By 4 L B IR I TN 0 B
IRAB B #RE0m 20 . %F 2013 4F 8—11 H BE B4 &
) TRADB HEAT B 75 B M 2 T 24 Bk DR L 220 i W 28 it
24y e AR 5 570 T 245 66 T 23 AT Ay = o Je e 97 45
1531l PRI YT $ B S50 2 R 45

1 BREFE

L1 EARGRR IR 2013 4F 8—11 HEMH AR
P2 Be A Bt i 5 i K 23 25 IRADB B w51 B 7] — 3%
G35 TR VR L TR TR R SA AT 2 AR

1.2 @y %X ABHRE KA BD Phoenix-
100PHOENIX NMIC/1D-4 4 & #2063 A vE 17 % 8
2 R I, G TR Rk T Y B e L € R R L Sk A
M Sk 6l B | S 6 5 | IR 7 7Y AR L IR 7 P AR/ A
(N~ ST S ISR R IS TSR I
Buf oK R AL R KBS 25 ik e HE s 1 Bk . k)
VY K5 T T 24 11 60 2 R S A U e O TRAB,

1.3 G RFTAE SR BUBUE S B 7 2 - 3 i A
18] 2 G W AR KB 1 i R B0 A 55 A AS SR UL B &
SR AN BRI A e SRS PR R
STl I LA IR T B A R B A 1CU g B B
A A G I R R

1.4 w R RAR B A SR AU SR A e
DNA, % i £ it 4% /2 i (PCR) J7 2 Kl IRAB 1
PRAH T 25 35 B . S BOAH 6 SOk BT 30 o ik
B e T T 245 35 IR | 2 B IS A DG it 24 5k TR 9 4
it 25 3L R B 514 %1, NDM-1 5L [ 5] 91 75 51 2 BE
] i T B 42 ) o0 1 % s T BT 4 T IIT 8 A 1 5 1)
JPH), WA 1, PCR 8 BHM: = W% LS e EY
BHEA B2 mI AT P 25 S 4E GenBank W |
HEAT XS

R1 WHRENTIY T

Table 1 Primer sequences of drug-resistant genes
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IMP-1gp-F TCTCATTTTCATAGRGACAG 353 51
IMP-1gp-R ACCAGTTTTGCCTTACCATA
KPC-gp-F GCGGAACCATTCGCTAAACTC 340 55
KPC-gp-R CGCCCAACTCCTTCAGCAACA
NDM-1-F CAGCACACTTCCTATCTC 292 55
NDM-1-R CCGCAACCATCCCCTCTT
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gacEA1-R ATTCAGAATGCCGAACACCG
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Electrophoresis map of PCR amplification products of IRAB OXA-51 gene
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Figure 2 Electrophoresis map of PCR amplification products of IRAB OXA-23 gene
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Figure 3 Sequencing map of IRAB OXA-23 gene
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Figure 4 Electrophoresis map of PCR amplification products of IRAB armA gene
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Figure 5 Electrophoresis map of PCR amplification products of IRAB gacEA1 gene
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