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A single center study on antimicrobial resistance and antimicrobial resis-

tance genes of Providencia rettgeri

SHI Jiao'?, WANG Guang-xi', DING Man-lin', ZHOU Ying-shun' (1. Department of Patho-
genic Biology, School of Basic Medicine, Southwest Medical University . Luzhou 646000, Chi-
nas; 2. Departmentof Laboratory Medicine , The First A f filiated Hospital of Chengdu Medical
College, Chengdu 610500, China)

[Abstract] Objective To understand antimicrobial resistance of Providencia rettgeri (P. rettgeri) in a hospital,
analyze the genetic characteristics of antimicrobial resistance genes of carbapenem-resistant P. rettgeri (CRPR),
and provide theoretical basis for clinical prevention and treatment of infection. Methods Antimicrobial susceptibility
testing results of P. rettgeri isolated from this hospital from January 2017 to December 2019 were collected, whole
genomes of 3 strains of CRPR were detected through high-throughput sequencing. bioinformatics analysis was
adopted to explore genetic characteristics. Results A total of 25 strains of P. rettgeri were isolated, 10(40.00%)
of which were carbapenem-resistant strains, 7 strains (28. 00%) were isolated from department of neurosurgery,
urine was the main specimen source (13 strains, 52.00%). 25 strains were all resistant to ampicillin and amoxicil-
lin, resistance rate was 100. 00%. Resistance rates to imipenem, ertapenem and meropenem were 36. 00%,
40.00% and 28.00% respectively. Genome sequencing of 3 CRPR strains showed that all of them carried 6 antimi-

crobial resistance genes. including p-lactams (blaxpwi s blaoxaro and blarewms)» macrolides (mph[ A, mph[E],
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msr[E]), trimethoprim (dfrA1), aminoglycosides (aadAl, aadA5, aph[3"]-1b, aph[4]-Tas acc[6']-1b3,

aadB) , sulfonamides(sul1), and chloramphenicols(catB8) , the genetic structures of the drug-resistant genotypes of

blaxpyy and  blaoxao were 1S30-blaxpw 1 -blep-tr pF-dsbC-or f-groES-groEL-1S91 and aac (67)-103-d frA1-

aadA1-blaoxan-catB8-aadB respectively. Conclusion Multidrug resistance of P. rettgeri is serious, and there are

many types of drug-resistant genes. It is necessary to strengthen the prevention and control of healthcare-associated

infection to prevent the spread of antimicrobial-resistant strains.
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Table 1 Susceptibility testing results of 25 strains of P. rettgeri to commonly used antimicrobial agents

ik ikl fiif 24
BLH 24
(R TR (%) L7 44 FAFCN) (R iiif 2538 ( %0)
SE TR 0 0. 00 0 0. 00 25 100. 00
o] 2% P 0 0. 00 0 0. 00 25 100. 00
). 71 26 12 48.00 0 0. 00 13 52. 00
Sk f 1k 9 36. 00 0 8. 00 16 64. 00
k70 At g 6 24. 00 1 4. 00 18 72. 00
A g 12 48. 00 0 4.00 13 52. 00
W 5 R 15 60. 00 1 4,00 9 36. 00
JE At 1 g 15 60. 00 0 0. 00 10 40. 00
EIE B 18 72. 00 0 0. 00 7 28. 00
RREZ 10 40. 00 2 8. 00 13 52. 00
ZAER 10 40. 00 1 4,00 14 56. 00
LERD R 4 16. 00 1 4.00 20 80. 00
KN E 4 16. 00 3 12. 00 18 72.00
5275 Wk e P B 7 28. 00 0 0. 00 18 72.00
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Table 2  Basic characteristics of genomes of carbapenem-

resistant P. rettgeri
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Table 3  Screening results of antimicrobial resistance genes

of carbapenem-resistant P. rettgeri
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Figure 1 blaxpyw: gene environment of carbapenem-resistant

P. rettgeri
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