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[Abstract] Objective To investigate the clinical characteristics of patients with Klebsiella variicola (K. wvariico-
la) infection. and provide theoretical basis for the prevention and control of the pathogen in clinical practice. Metho-
ds 70 patients infected with K. wariicola identified by whole-genome sequencing in a hospital between January
2013 and July 2018 were collected retrospectively. 70 patients with Klebsiella pneumoniae (K. pneumoniae) infec-
tion during the same period were randomly selected as control. Clinical data of two groups were analyzed. Results

70 patients with K. wariicola infection were aged 1 day-95 years, median age was 51 years old, 6 (8.6%) of whom
were infants less than 1 year old. The underlying diseases were mainly cardiovascular diseases (16, 22.9%), fol-
lowed by diabetes mellitus (11, 15.7%) and tumor (9, 12.6%). The main infection sites were respiratory system
(34, 48.6%), blood stream (8, 11.4%) and intra-abdominal cavity (8, 11.4%). 20 patients (28.6%) were with
low or suppressed immunity due to tumor radio-/chemotherapy, glucocorticoid or immunosuppressive therapy. Re-

sistance rates of K. wariicola to commonly used antimicrobial agents were low (all <<40% ), and lower than that of
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K. pneumoniae (all P<(0.001). Conclusion Clinical characteristics of patients with K. wvariicola infection are simi-

lar to patients with K. pneumoniae infection. It is necessary to be alert to the epidemic transmission of this bacteria

in infants and population with low immunity. At present, antimicrobial resistance rate of K. wvariicola is low, but it

is still necessary to standardize clinical rational use of antimicrobial agents, so as to prevent the emergence of antimi-

crobial resistant strains.
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Table 1 Comparison of clinical characteristics between patients with K. wvariicola infection and K. pneumoniae infection
TiH AR 58 T A 4L (n = 70) Jiti 9 5E B AA B 4L (= 70) Z/y P
R [MIQR) . %] 51(35.8~63.3) 56(44~65) -1.536 0.124
PR B/ 2 D 49/21 43/27 1. 141 0. 285
SemhgE L6 0 ]
O 1A R 9 16(22.9) 23(32.9) 1.742 0.187
I 22 49 9% 6(8.6) 10(14.3) 1.129 0.288
PR G B 9 0 3(4.3) 1.363 0.243
iR 9(12.6) 3(4.3) 3.281 0. 070
95 8(11. 4) 13(18.6) 1. 401 0.237
W IR 95 11(15.7) 9(12.6) 0.233 0. 629
JERFALL B 00 ]
-1 2 52 34(48.6) 43(61. 4) 2.338 0.126
WIRFA G 5(7.1) 11(15.7) 2.540 0. 111
BIR7;3 8(11.4) 5(7.1) 0.763 0. 382
MBI A 8§(11.4) 5(7.1) 0.763 0. 382
AT RE 4(5.7) 2(2.9) 0.174 0. 676
1N 3(4.3) 1(1.4) 0. 257 0. 612
eli] 4(5.7) 1(1. 4) 0. 830 0. 362
JH e 1(1. 4) 2(2.9) 0. 000 1. 000
HoAth 3(4.3) 0(0) 1.363 0.243
W AR LA 60 ] 20(28.6) 17(24.3) 0.331 0.565
1 4E N ALE ICULHI (%) ] 31(48.4) 31(44.3) 0.232 0. 630
LA SR EAR 7N 11(15.7) 12(17. 1) 0. 052 0. 820
SEEHCO] 17(24.3) 27(38.6) 3.314 0. 069
FIRAELHI 0] 20(41.4) 23(32.9) 1.101 0.294
FRELHI )] 19(27. 1) 27(38.6) 2.072 0. 150
SEEE /DI ] 25(35.7) 31(44.3) 1.071 0. 301




o [ R e P 24 2 2023 4 1 145 22 445 1 Chin J Infect Control Vol 22 No 1 Jan 2023 o 41 .
%% 1 (Table 1, Continued)
i H AT 3 B A 4 (n = 70) Jiti 9 7 AR T2 (= 70) Z/y P

AR FAR SR (6 J° 38(59.4) 31(44.3) 3.048 0. 081
90 d PN TA 2454 5 % s L9 (00D ]° 47(72.3) 57(81.4) 1.585 0. 208

0 dPRAEREC>2 D[ HC) ] 54(83. 1) 57(81.4) 0. 063 0. 802
30 d I Al s L (6D 1 2(3.0) 6(8.6) 1. 060 0.303
g IR CZ PN 20(28.6) 10(14.3) 4,242 0.039
TR YL 5 B WA B LA LB 2503 9T L6 () ] 51(72.9) 54(77. 1) 0.343 0.558
FEBE H B CM(IQR) . d] 19.5(12~34) 18(11~30. 5) - 0. 665 0. 506
30 RBUGF A RLHIC0) ] 15(21. 4) 8(11.4) 2.549 0. 110

T+ a o A IR SRR B0 ) 0 A 8 0/ VT 90 T PR 01080 b 6 58 i S 0/ A 2 TR T 0 PO B T 98 R R/ S A 50 5 ¢ L BE T A 5

BIT .

2.4 BEBRALMEHF ARSI H
HZWIRIT L AL LR 22 R RG24 L. 70
9115 A5 5 TR A B Ge RE TIUS R R 15 (21, 420)
Forp 1 B AE AT 14 IR FEIR YT s IR v
ARHATGE AR 8 #(11.4%) , Hrf 1 fi| B H T,
7 B B E R TT

2.5 HAERLA RN v TR0 T A AR S AR
SO TR AR 0 UL TR 24 T 205 OO B A A R DL AR
2, A O AE B AR UL B 25 Y i 2 e <
40 %0 o A5 G 50 B A1 B 6 BE R 245 0 14 T 25 3R 35 AIK T Il
RILEARE (3 P<<0.001),

R 2 AR TR P R S IS TR RGP B IR 24 Wi 24 1 ) B

Table 2 Comparison of antimicrobial resistance between K. wariicola and K. pneumoniae
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